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Regulation of Cardiac Progenitor Cells
Proliferation and Differentiation by microRINAs
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Myocardial Regeneration
Clinical Trials

—— Myoblast
—— Bone-marrow derived cells
Mesenchymal stem cells
—— Cardiac progenitor cells (ALCADIA,® CADUCEUS,” SCIPIO®)

300

200+

Number of patients

100

T T T T T
2000 2002 2004 2006 2008 2010
Year

Figure: Clinical trials of cardiac stem cell therapy
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Regulation of Cardiac Progenitor Cells
Proliferation and Differentiation by microRINAs
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Regulation of Cardiac Progenitor Cells
Proliferation and Differentiation by microRNAs

Multiple regulatory and
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Cardiac stem cells
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miR-21
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c-Myc
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‘ Damaged Myocardium

Isolation of Adult Cardiac Stem Cells from Myocardium

.‘I’ Enhanced Cardiac Stem Cells
. ‘ T Survival, Proliferation, Commitment

. Persistance, Longevity, Recruitment

Normal Cardiac Stem Cells
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. CSC display miR regulatory networks of the
three cardiac lineages, eg cardiomyocyte,
endothelial cels and vascular smooth
muscle

. CSC overexpress anti proliferative miRs

. CSC express miRs involved in cardiac stress
response






	Slide 1
	Slide 2
	Slide 3
	Slide 4
	Slide 5
	Slide 6
	Slide 7
	Slide 8
	Slide 9
	Slide 10
	Slide 11
	Slide 12
	Slide 13
	Slide 14
	Slide 15
	Slide 16
	Slide 17
	Slide 18
	Slide 19
	Slide 20
	Slide 21
	Slide 22
	Slide 23
	Slide 24
	Slide 25
	Slide 26
	Slide 27
	Slide 28
	Slide 29
	Slide 30
	Slide 31

